Table S1. List of the 30 Vibrio parahaemolyticus genomes examined in this study.
	Isolate
	Source
	Country
	Year
	STa
	tdh/trh
	Accession #
	Reference

	VP551
	water
	United States
	2007
	3
	+/–
	AOOV00000000
	this study

	863
	plankton
	United States
	2007
	3
	+/–
	AOOY00000000
	this study

	930
	oyster
	United States
	2007
	3
	+/–
	AOOZ00000000
	this study

	AN-5034
	clinical
	Bangladesh
	1998
	3
	+/–
	ACFO00000000
	(Chen et al., 2011)

	K5030
	clinical
	India
	2005
	3
	+/–
	ACKB00000000
	(Chen et al., 2011)

	Peru-466
	clinical
	Peru
	1996
	3
	+/–
	ACFM00000000
	(Chen et al., 2011)

	RIMD2210633
	clinical
	Thailand
	1996
	3
	+/–
	BA000031.2 BA000032.2
	(Makino et al., 2003)

	846
	oyster
	United States
	2007
	36
	+/+
	AOOX00000000
	this study

	3324
	clinical
	United States
	2007
	36
	+/+
	AOPA00000000
	this study

	10329
	clinical
	United States
	1998
	36
	+/+
	AFBW00000000
	(González-Escalona et al., 2011)

	12315
	clinical
	United States
	2006
	36
	+/+
	AOPF00000000
	this study

	97-10290
	clinical
	United States
	1997
	36
	+/+
	AOOU00000000
	this study

	EN2910
	clinical
	United States
	2000
	36
	+/+
	AOPH00000000
	this study

	EN9701173
	clinical
	United States
	1997
	36
	+/+
	AOPK00000000
	this study

	EN9901310
	clinical
	United States
	1999
	36
	+/+
	AOPL00000000
	this study

	3644
	clinical
	United States
	2007
	43
	+/+
	AOPD00000000
	this study

	EN9701072
	clinical
	United States
	1997
	43
	+/+
	AOPI00000000
	this study

	EN9701121
	clinical
	United States
	1997
	50
	+/+
	AOPJ00000000
	this study

	3355
	clinical
	United States
	2007
	65
	–/+
	AOPB00000000
	this study

	AQ3810
	clinical
	Singapore
	1983
	87
	+/–
	AAWQ00000000
	(Boyd et al., 2008)

	BB22OP
	clinical
	Bangladesh
	1980s
	88
	+/–
	NC_019955.1 NC_019971.1
	(Jensen et al., 2013)

	AQ4037
	clinical
	Maldives
	1985
	96
	–/+
	ACFN00000000
	(Chen et al., 2011)

	VP766
	plankton
	United States
	2007
	133
	[bookmark: _GoBack]–/–
	AOOW00000000
	this study

	901128
	clinical
	United States
	1997
	135
	–/–
	AOPG00000000
	this study

	49
	oyster
	United States
	2007
	137
	–/–
	AONA00000000
	this study

	3631
	clinical
	United States
	2007
	417
	–/+
	AOPC00000000
	this study

	3646
	clinical
	United States
	2007
	417
	–/+
	AOPE00000000
	this study

	PCV08-7
	seafood
	Malaysia
	2008
	808
	+/–
	AOCL00000000
	(Tiruvayipati et al., 2013)

	V110
	shrimp
	Hong Kong
	2010
	809
	–/–
	NZ_AQPJ00000000
	(Liu and Chen, 2013)

	SNUVpS-1
	bivalve
	Korea
	2009
	917
	–/–
	AMRZ00000000
	(Jun et al., 2013)


aEcotypes classified by a 7-loci MLST scheme abbreviated as ST (González-Escalona et al., 2008).
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